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Abstract
Background
Tick populations and tick-borne infections have steadily increased since the mid-1990s posing an ever-increasing risk to public health. Yet, modelling tick dynamics remains challenging because of the lack of data and knowledge on this complex phenomenon. Here we present an approach to model and map tick dynamics using volunteered data. This approach is illustrated with 9 years of data collected by a group of trained volunteers who sampled active questing ticks (AQT) on a monthly basis and for 15 locations in the Netherlands. We aimed at finding the main environmental drivers of AQT at multiple time-scales, and to devise daily AQT maps at the national level for 2014.

Method
Tick dynamics is a complex ecological problem driven by biotic (e.g. pathogens, wildlife, humans) and abiotic (e.g. weather, landscape) factors. We enriched the volunteered AQT collection with six types of weather variables (aggregated at 11 temporal scales), three types of satellite-derived vegetation indices, land cover, and mast years. Then, we applied a feature engineering process to derive a set of 101 features to characterize the conditions that yielded a particular count of AQT on a date and location. To devise models predicting the AQT, we use a time-aware Random Forest regression method, which is suitable to find non-linear relationships in complex ecological problems, and provides an estimation of the most important features to predict the AQT.

Results
We trained a model capable of fitting AQT with reduced statistical metrics. The multi-temporal study on the feature importance indicates that variables linked to water levels in the atmosphere (i.e. evapotranspiration, relative humidity) consistently showed a higher explanatory power than previous works using temperature. As a product of this study, we are able of mapping daily tick dynamics at the national level.

Conclusions
This study paves the way towards the design of new applications in the fields of environmental research, nature management, and public health. It also illustrates how Citizen Science initiatives produce geospatial data collections that can support scientific analysis, thus enabling the monitoring of complex environmental phenomena.
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Background
Tick populations and tick-borne infections like Lyme borreliosis have steadily increased since the mid-1990s. This concurrent increase has been observed in various European countries [19, 23], in the US [48] and in Canada [31]. In the Netherlands, periodic national studies among general practitioners (GPs), revealed a consistent two-decade rising trend in the number of tick bites consultations and Lyme borreliosis diagnoses [22], that only showed a first sign of stabilization recently. Still, more than 20,000 people per year develop Lyme borreliosis in the Netherlands and its disease burden is substantial, especially in patients who develop chronical symptoms [21].
Scientists of different fields have investigated this global increase of tick populations and tick-borne infections, converging upon two main causes: global environmental changes are altering the spatio-temporal dynamics of ticks [29, 47] and socio-economic changes are changing the spatial patterns of human populations around urbanized areas, increasing the human exposure to ticks [38, 40, 53]. Tick dynamics are complex ecological processes driven by numerous factors (i.e. wildlife, weather, vegetation, landscape). Understanding the interactions between these factors and tick dynamics is crucial to develop models capable of forecasting the incidence and distribution of ticks and tick-borne diseases [12, 33].
Models predicting the spatio-temporal distribution of ticks are needed to implement control measures which mitigate future disease infections [9, 18] or help managing public health risks [29]. However, the development of such models is not straightforward due to several issues. First, it is unclear what the best set of environmental predictors are. Past studies have found correlations between different combinations of biotic and abiotic factors and tick dynamics, but the spatio-temporal scale of these experiments is diverse enough to pose difficulties in drawing general conclusions. For instance, Berger et al. [2, 3] found a link between relative humidity and the seasonal abundance of ticks at the regional level. Dantas-Torres and Otranto [10] found weak correlations at local scale between monthly temperature, evapotranspiration and saturation deficit with tick abundances, whereas [42] found links (in laboratory conditions) between the saturation deficit and the number of questing ticks. Second, it is often unclear at what time scales the different predictors operate. Previous studies have found linear correlations between tick abundances and environmental predictors at multiple temporal scales [2, 3, 50]. However, the temporal sparsity of the tick sampling or the use of short-term time series question if these correlations are scalable to long-term time series at the country level. Third, tick dynamics are complex phenomena that traditionally have been modelled with linear methods. Two of the well-known disadvantages of classical linear methods is that they are not capable of finding non-linear interactions between variables (except when explicitly included a priori), and do not properly handle large numbers of predictors (e.g. due to collinearity). However, such data are a reality when modelling complex natural phenomena.
In this work, we address the above-mentioned issues by modelling nine years of monthly data on Active Questing Ticks (AQT) collected by volunteers on 15 different locations in the Netherlands. This modelling exercise includes a wide array of (a) biotic predictors and, by applying an ensemble regression method (i.e. random forest), we aim at identifying the most important variables to model AQT at multiple time-scales. Building such AQT dynamic model allows us to explore and map tick’s seasonality across the Netherlands. We envision applications of this model in the fields of environmental and ecological research, nature management and public health, which hopefully will reduce the incidence of Lyme disease.

Ticks and environment
Tick sampling
Ticks are blood sucking arthropods capable of transmitting a wide variety of pathogens (e.g. bacteria, viruses) which cause disease in humans [19]. Deciduous or mixed forests in temperate and humid regions, which are inhabited by different mammalian species (e.g. deer, rodents), create optimal habitats sustaining ticks life cycle [33]. Ticks quest at the top of vegetation or litter layer, waiting for a human or animal host to attach and feed. This behavior is used to determine tick populations in a particular location. To do so, two manual monitoring techniques are used: flagging and dragging. Flagging consists on sweeping a squared cloth attached to a pole on one side upon the litter or vegetation layers, whereas dragging consists in attaching the previous material to a rope, which the investigator can pull along the study area [45]. In both cases, ticks that are touched by the cloth attach to it, allowing researchers to count the number of ticks in its different life stages (i.e. larvae, nymph, or adult). Both techniques have been widely used in small scale biological studies to acquire raw data on tick counts that can be later incorporated in a scientific workflow [10, 11, 13, 15, 41].

Environmental factors
Ticks are particularly susceptible to environmental conditions because of their high surface-to-volume ratio, which makes them experience water losses through their exoskeleton, and their lack of thermal inertia, which makes them vulnerable to extreme weather conditions [33]. The following sub sections list the environmental variables used in our work and sketch their impact on tick dynamics.
Weather data
Temperature determines the start of the questing season, tick population development rate and the chances of survival through the winter season [32, 40, 52]. Precipitation and relative humidity are crucial to sustain tick populations in nature. Precipitation is necessary during the summer season [25], but extreme precipitation events (i.e. drought and heavy rain) may prevent the development of new tick populations [33]. Long-lasting and adverse humidity conditions have been linked to an increased mortality among nymphal ticks and this, in turn, may decrease the total number of cases of Lyme disease [2, 3]. Some studies suggest that nymphal ticks can desiccate within 48 h if the humidity conditions at ground level are suboptimal [2, 3]. Additionally, relative humidity and temperature can be used to calculate the saturation deficit and vapor pressure. Saturation deficit has been used in a previous and thorough study to understand the role of humidity in tick survival [42] and vapor pressure has been identified as a major indicator of tick habitat suitability [8]. In some studies, evapotranspiration has been used as a proxy for vapor pressure deficit [44].
Weather datasets are publicly available at the online data center of the Royal Netherlands Meteorological Institute (KNMI).1 We downloaded daily gridded layers of temperature, precipitation, evapotranspiration and relative humidity for the period 2005–2014. From temperature and relative humidity, we obtained saturation deficit and vapour pressure [30, 42]. The temporal resolution of the weather datasets and the tick sampling is different, since the former are available at daily temporal resolution, whereas the latter is carried out on a unique day each month. To match both resolutions, it is necessary to aggregate the weather variables to a coarser temporal scale in a way that reflect the impact later caused on the tick count.

Vegetation data from satellites
Ticks are sensitive to local environmental conditions, such as the thickness of forest canopy or soil moisture at the ground level [29]. Earth observation satellites allow the monitoring of these environmental conditions over large areas. In this work, we used three vegetation indices to characterize local environmental conditions: the Normalized Difference Vegetation Index (NDVI), the Enhanced Vegetation Index (EVI) and the Normalized Difference Water Index (NDWI). Previous studies have demonstrated that fluctuations in NDVI, which has traditionally been used to measure the greenness and the density of vegetation, correlate well with fluctuations in the number of nymphs and adult ticks and that NDVI can be used as a proxy to find suitable tick habitats [11, 39]. More recent studies show that novel vegetation indices like EVI or NDWI are better estimators of tick populations [1] and Lyme disease incidence [37].
Vegetation indices are publicly available in the Google Earth Engine (GEE) platform.2,3 GEE is a free image processing cloud platform for environmental analysis, which aggregates and integrates products coming from different Earth observation sensors, such as the Moderate-Resolution Imaging Spectroradiometer (MODIS). MODIS provides daily global imagery at 250, 500 and 1000 m of spatial resolution. However, due to the persistent cloud coverage over the Netherlands we used MODIS composite products. In particular, we used the MCD43A4 product, which provides the NDVI, EVI and NDWI indices derived from the daily surface reflectance at a pixel size of 500 m, using data of the previous 16 days. It is important to note that this product is released every 8 days, so there is a 50% of temporal overlap between each composite, meaning that the vegetation signal will contain smooth changes.

Land cover, tick habitat and mast years
Land cover is another important factor in the field of tick ecology because it influences tick survival and determines the chances of human-tick contact. Ticks prefer habitats where the vegetation prevents reaching desiccation conditions and where hosts (e.g. deer, rodents, mice) species are present. Complex landscapes, in which multiple land covers are intertwined in a small area unit, increase the probability of contact between ticks and their human or animal hosts [17, 26, 27, 51]. For land cover we use the 7th release of the national land cover database or LGN (Landelijk Grondgebruik Nederland4). This database was produced in 2012 and contains information for 39 classes at 25 m.
The sampling sites are located in forested areas with specific types of vegetation (i.e. deciduous and coniferous forest, grasses, and bushlands). The plant associations in these sites contribute determining the presence of wildlife species in each location, by providing forage or shelter, and subsequently, tick populations move with them. Previous studies have demonstrated that deciduous forests present higher abundances of AQT than coniferous forest, and also that a dense shrub layer has a positive effect on tick populations [49]. Gassner et al. [15] gives a thorough description of the plant associations and habitat characteristics found in the surroundings of each transect of the flagging sites.
Mast seeding is a natural phenomenon in which certain plant species synchronously produce an abnormal amount of acorns and nuts [46]. This overproduction feeds a wide range of animal species and contributes to a steep increase of their populations for the next season. When the populations of rodents, deer and other tick host species increase, the same occurs with tick populations [34, 36]. Dutch volunteers from the Mammal Association (http://​www.​zoogdierverenigi​ng.​nl) quantify each year the amount of acorns produced for beech, oak and American oak. The amount of acorns is classified in a categorical scale that goes from 0 to 5 depending on how strong the mast year.



Data
This work relies on a unique dataset of tick dynamics collected by volunteers in the context of a project of participatory modelling. This dataset was enriched with a set of environmental variables extracted for each sampling location. For this, we collected and preprocessed weather and satellite data, and included biological data regarding habitat and mast years. The remaining of this section first contains a description of the volunteered tick counts data (“Volunteered tick counts reports” section), and then we explain the process of feature engineering carried out to create a series of predictors that characterize tick dynamics as monitored by volunteers.
Volunteered tick counts reports
In the context of the Dutch phenological network Nature’s Calendar (www.​natuurkalender.​nl) every month since July 2006, a group of volunteers sampled AQT on 24 forest sites. This joint effort aimed to quantify and understand the spatial and temporal dynamics of ticks and the Borrelia bacteria that can cause Lyme disease [15]. Out of the 24 sites participating in the research project, we were able to include data from 15 sites, which represent a total of 3073 observations collected by volunteers. We excluded the sites in which the sampling stopped in an early stage of the project, or the site was sparsely sampled in time. At each site, volunteers sampled two transects, separated from each other several hundred meters. Ticks were collected using a technique called “dragging”, in which the volunteer drags a 1 m2 cloth over the low vegetation of each transect for 100 m, turning the cloth every 25 m to count the number of larvae, nymphs and adult ticks. This study focuses on the nymphs because they pose the highest risk for humans to get a tick bite. Figure 1 shows the raw number of nymphs per transect and per month. The number of AQT across all sites present strong spatial and temporal variations: (1) some transects present a more continuous and recurrent shape, whereas others have an erratic tick count (e.g. Gieten vs. Bilthoven); (2) some transects produce very different yields, from low tick counts to high peaks (e.g. Veldhoven vs. Eijsden); (3) transects within a sampling site may yield a different number of ticks, even though they are close in space and sampled on the same day (e.g. Montferland). The reasons of these strong local and seasonal variations are still poorly understood, but previous works have found clear links between tick populations and the abundance of small mammals in the area [35], mast years [24] or warming weather conditions [25, 48], which are major influences over tick dynamics, as seen in “Environmental factors” section.[image: A12942_2017_114_Fig1_HTML.gif]
Fig. 1Monthly time-series (2006–2014) of active questing ticks (AQT) per transect. Each subplot shows both the number of ticks counted by the volunteer (red) and the Savizky-Golay smoothed version of this signal (blue)




                        
Volunteered projects have proved useful to acquire information at a timely and fine spatial scale, but the quality and the amount of uncertainty of such data collections is difficult to measure [4, 5, 16]. A visual inspection of Fig. 1 shows that the monthly tick counts signal presents an irregular and noisy shape. A closer descriptive analysis of the raw data reveals that out of 3073 records in the dataset, around one-third of the samples are zeros, and a small proportion of samples present high peaks. Zero AQT means that a volunteer visited a site for tick sampling on a particular date and no ticks were caught questing, whereas a peaky AQT means the ticks were very active on that day.
To assess the potential impact that zero and peaky AQT may have in our modelling process, we created four versions of the original dataset, which vary in the amount of zeroes and peaky observations. In two datasets we removed all samples with a zero AQT within the tick season (i.e. 1st March until 31st October) and half of the samples with a zero AQT outside the season. This creates a group with two datasets with a reduced amount of zeros, and a second group with two datasets which are not modified with respect to the original. After this step, we applied a smoothing process to only one of the datasets of each group. We chose a Savitzky–Golay filter to mitigate the effect of peaky AQT in the modelling process, whereas the other dataset was kept with the original AQT signal. In this way, the modelling process accounts for the possible effect of extreme observations to fit the AQT signal, and helps distinguishing whether varying levels of noise is hampering the learning process of the chosen modelling algorithm.

Characterizing the environment
Feature engineering is a common process in the machine learning field to obtain new predictors from original data sources, which incorporate the knowledge of a domain to create predictive models. In our case, we obtained a set of features, based in the theoretical grounds described in “Tick sampling” and “Environmental factors” sections, which aim to that aim to characterize the environmental conditions in each tick sampling site. Thus, this work uses 101 features (Table 1) classified in five types: weather, remote-sensed vegetation, land cover, habitat and mast. Weather and vegetation features contain a value aggregated in a particular time window. Land cover, habitat and mast features contain the value of land cover in a point, the type of tick habitat in the sampling sites, and the strength of a mast year for three tree species, respectively. The remaining of this section describes how the features associated to each type were obtained from the original data sources.Table 1List of features involved in the current analysis


	ID
	Feature name
	Short description
	Type

	1
	Litter
	Thickness of litter layer (Gassner et al. [15])
	H

	2
	Moss
	Coverage on a 1–10 scale of the moss layer
	H

	3
	Herb
	Coverage on a 1–10 scale of the herb layer
	H

	4
	Brush
	Coverage on a 1–10 scale of the brush layer
	H

	5
	Tree
	Coverage on a 1–10 scale of the tree layer
	H

	6
	BioLC
	Land cover as described in [15]
	H

	7
	Oak-Y
	Strength of mast year in a oak forests
	M

	8
	AOak-Y
	Strength of mast year in American oak forests
	M

	9
	Beech-Y
	Strength of mast year in European beech forests
	M

	16
	tmin-X
	Average minimum temperature in a time window
	W

	17
	tmax-X
	Average maximum temperature in a time window
	W

	18
	prec-X
	Average precipitation in a time window
	W

	19
	rv-X
	Average evapotranspiration in a time window
	W

	20
	rh-X
	Average relative humidity in a time window
	W

	21
	sd-X
	Average saturation deficit in a time window
	W

	22
	vp-X
	Average vapour pressure in a time window
	W

	93
	min_ndvi
	Minimum NDVI value for a particular location in a year
	V

	94
	range_ndvi
	Range for NDVI value for a particular location in a year
	V

	95
	min_evi
	Minimum EVI value for a particular location in a year
	V

	96
	range_evi
	Range for EVI value for a particular location in a year
	V

	97
	min_ndwi
	Minimum NDWI value for a particular location in a year
	V

	98
	range_ndvi
	Range for NDWI value for a particular location in a year
	V

	99
	lc25 m
	Land cover type in a particular location at 25 m spatial resolution
	L

	100
	lc500 m
	Land cover type in a particular location at 500 m spatial resolution
	L

	101
	lc1 km
	Land cover type in a particular location at 1 km spatial resolution
	L


The features belong to the following categories: tick habitat (H), mast years (M), weather (W), vegetation (V) and land cover (L). The weather features are calculated at 11 temporal aggregations, so there are 77 weather features in total. The X character is replaced by a number between 1 and 7 for short-term temporal aggregations or by a 14, 30, 90 or 365 in the case of bi-weekly, monthly, seasonal or yearly temporal aggregation, respectively. Mast features have a Y character that will be replaced by a number between 0 and 2 in function of the mast year they are referring to. In total, there are 101 features involved in this work



                        
Because of the lack of consensus in the literature on the optimal temporal unit(s) to model AQT, we created a suite of features by aggregating each weather variable (i.e. minimum and maximum temperature, precipitation, evapotranspiration, relative humidity, saturation deficit, and vapour pressure deficit) at multiple temporal scales. These temporal scales are defined by the number of days before the date of the tick sampling. The reason for doing this is straightforward: we assume the tick count produced today, depends on past weather conditions. Therefore, for each tick sampling date we calculated weather features using a range of 1–7 days before the sampling date (i.e. fine temporal units), and of 14, 30, 90 and 365 days (i.e. coarse temporal units). This procedure leads to 11 features per weather variable, adding up a total of 77 features (indices 16–92, type W).
Using GEE, we averaged the 3–4 images available per month to reduce the impact of clouds. Then, using the coordinates of each of the flagging sites, we obtained three (NDVI, EVI and NDWI) time-series summarizing the evolution of vegetation indices since 2005. To remove further noise in these time series, we decomposed each of them into their seasonal, trend and noise components. We kept the seasonal component and obtained the minimum value and range (i.e. width between the minimum and maximum values) per transect and vegetation index. This procedure creates 6 vegetation features (indices 93–98, type V) that condense the general vegetation and moisture conditions in the site over the time-series.
For the land cover, we reduced the number of classes to 12 due to two reasons: (1) the flagging sites are located only in certain types of land cover (e.g. deciduous, grasslands); (2) several land cover types are unrelated to the tick ecology (e.g. sweet water, saltmarshes) or can be aggregated to a coarser level (e.g. types of crop to agricultural land), thus can be unified in a single category. After re-classifying the LGN, the product was resampled to 500 and 1000 m of spatial resolution using a majority filter. This process allows to account for the surroundings of each flagging site, and reduces the chances of the flagging site to be placed in a noisy pixel at 25 m resolution. We obtained the value of the land cover for each of the flagging sites at these three different spatial resolutions (indices 99-101, type L). The strength of the mast year of the year of the observation, as well as the strength of the previous 2 years (indices 7–15, Type M) is included in our work, because tick dynamics might have a delayed response to mast years. Finally, the habitat characteristics per transect are described using 5 variables: the thickness of litter layer and the amount of moss, herbal, brush and tree layers, which are encoded in 5 features (indices 1–6, Type H).


Modelling AQT with Random Forest
Random forest (RF) [6] is an ensemble learning method that can be used both for classification and regression problems. Ensemble methods rely on the creation of a committee of experts, which work on solving a real-world problem while minimize the chances of taking a poor decision. In the case of RF, the ensemble is formed by a group of weak learners called decision trees, which are combined to create a robust decision ensemble.
RF is a combination of the bagging growing scheme [7] and the random subspace method [20]. These two sources of randomness contribute to create an ensemble with very different trees that lead to high variance predictions when tested individually [28]. Bagging allows RF to see multiple variations of the input data, whereas the RSM introduces randomness in the samples and features presented to each tree during the learning phase. This process creates an ensemble of trees, which is capable of adapting to the tick dynamics phenomenon, and yield predictions with great robustness and stability [43].
The mechanism used by RF to grow decision trees for regression problems, such as modelling AQT as a function of environmental features, is conceptually simple. For each tree (B), N bootstrap samples (with replacement) are drawn from the available training data. This subsample is used to grow a unique decision tree (T
                        
                  b
                ) by recursively partitioning the N samples until a stop condition is reached, namely: (1) all the samples within a node have the same target response target; (2) the samples in the node are homogeneous with respect to the selected features; (3) a heuristic, such as the maximum depth of the tree, is reached. If none of these conditions are met, the algorithm grows the tree by selecting the best feature and split point among a given and random subset of training features, where best means that it minimizes the Mean Squared Error (MSE). This process creates two child nodes, and the available samples are assigned to them considering the split criteria (e.g. samples with values for feature m larger than the split point value go to the left child node). This procedure is repeated until a full forest with B trees is grown.
After completing the training phase, RF predicts unseen samples by averaging the predictions of the B trees. This reduce the variance and the generalization error of the predictions. In fact, the generalization error converges as the number of trees increases, thus reducing the chances of overfitting data [6, 43].
A key characteristic of RF is that it provides a measure of the importance of the features involved in the modelling. This is done by averaging the reduction in MSE associated to the use of each variable in each of the nodes/trees that form the ensemble [28]. In our work, we exploit this characteristic to understand the main drivers of tick dynamics. Thus, the ranking of features provided by RF gives an idea about what the most relevant (or irrelevant) features are, regardless of the dimensionality of the problem. This is particularly suitable to understand the complex and non-linear interactions found in biological and environmental systems.
RF, like most data-driven regression methods, are not time-aware models. This means that its standard application to regression problems involving (seasonal) time-series, such as the AQT dataset, can lead to sub-optimal results. The reason for this is that the trees in the RF ensemble are trained with random subsets of the training set, where each data sample belongs to a particular date. Thus, RF is trained to predict single snapshots and remains unaware of the temporal continuity of the time-series.
In this work we overcome this limitation by introducing time-awareness in RF. To do so, we transformed the AQT counts into monthly Z-scores by: (1) grouping the 9 years of observations according to the month when they were collected; (2) calculating monthly means and standard deviations, after removing extreme observations from each group so that the Z-scores are not biased. In this context, extreme observations are those that report AQT counts above the 3rd quartile or below the 1st quartile of the monthly values; (3) creating monthly Z-scores, by subtracting the monthly mean from each observation, and dividing the result by the corresponding monthly standard deviation. In this way, we ensure that samples collected during the same month have a constrained and normalized range of AQT counts.
With this monthly normalization we train RF to understand which factors increase or decrease AQT with respect to the long-term average, instead of modelling the absolute number of ticks recorded in a particular location and month. Moreover, by predicting monthly Z-scores we help RF to understand the temporality of the data and hope to get more realistic seasonal dynamics than by using the classical (single snapshot) RF model.
The general set-up of the RF models was as follows: (1) we reserved 70% of the data for training, and the remaining 30% was used for testing the model. Samples were randomly assigned to the training and test subsets; (2) To account for the randomness of RF (different features and samples used in each tree/run), we executed the models 10 times (keeping the training and test samples constant) and the error metrics and feature importance were averaged; (3) we use two well-known statistical metrics to validate our results, the root mean squared error (RMSE) and the normalized RMSE (NRMSE). Note that the error metrics were obtained after de-normalizing the Z-scored signal. Finally, we used the trained model to prepare maps illustrating its performance in a country-wide scenario.

Experiments
The process described in “Volunteered tick counts reports” section creates four versions of the original dataset with a varying number of zero and peaky AQT, and the process of feature engineering from “Characterizing the environment” section enriches each of the volunteered observations with 101 features. With this set-up, we designed the tree experiments explained in the next sub sections,whose goal is: (1) to assess the impact of noisy observations and selecting the best model capable of capturing AQT dynamics; (2) to evaluate the most important features to model AQT at different time scales; (3) to create AQT map for forested areas in the Netherlands.
Model selection by assessing the impact of noisy AQT
We modelled the four versions of the volunteered AQT dataset with our time-aware version of RF. Figure 2 shows the general performance of the models. To ease the interpretation of these results, three elements are included: (1) a 1:1 line showing the ideal predictions; (2) a grey band showing one standard deviation from the mean of the observations; (3) a grey box containing the selected statistical metrics for this experiment. The visual inspection of the four plots shows that the two experiments using raw data perform poorly when compared to the two experiments using smoothed data. The models built with raw data have the highest errors in terms of RMSE and NRMSE and also present a higher dispersion of the predictions, indicating that these models did not properly capture the peaky AQT observations.[image: A12942_2017_114_Fig2_HTML.gif]
Fig. 2Performance of RF in each of the four selected scenarios. The X-axis represents the predictions yielded by the model and the Y-axis the true values measured by volunteers. To assess the quality of the volunteered AQT dataset, we have tested RF with varying levels of zero AQT and peaky AQT. As seen, the model has more difficulties in capturing peaks than zeros. Thus, the selected model for the following experiments is the model at the bottom left, because it presents the lowest metrics




                        
A close inspection of the NRMSE metric reveals that RF models with smoothed data present very similar performances, regardless of the number of zeros left in the AQT dataset. This suggests that smoothed models can capture the conditions yielding low AQT, but peaky AQT may be actually hampering the modelling process. This is clearly visible when inspecting the points falling outside the gray band in the bottom subplots: a certain number of high AQT true observations could not be captured by the model, thus producing a lower prediction than the true value. We selected the model for next experiments based on the lowest RMSE and NRMSE metrics, thus, out of the four models, we picked the one keeping zero AQT and smoothing the peaky AQT with the Savitzky-Golay filter.
Table 2 presents the feature importance of the top 10 features for the selected RF model. To ease the interpretation of results, we restrict the ranking of the feature importance to the top 10 most prominent out of 101. As seen in this table, the modelled phenomenon is driven by a combination of several weather variables and a vegetation one. The two most explanatory features are the annual evapotranspiration (i.e. ev-365) and the monthly relative humidity (i.e. rh-30). Temperature, which has been traditionally spotted in tick modelling studies as a major driver of tick dynamics, only appears once (as tmax-365) and with a relatively low importance. In this experiment, water-related features perform better than temperature. Note that evapotranspiration and relative humidity do appear several times in the ranking (i.e. ev-90, rh-365), suggesting that in a context with multiple atmospheric variables, water-levels are again more important than temperature. It is also important to highlight that variables about mast years or tick habitat do not appear in the top ten. This could be because they are static (i.e. one value for the whole study period) and, hence, unable to explain the temporal and spatial variation in seen in the AQT dataset.Table 2Ranking of the top ten most important features (out of 101) for the selected RF model


	Position
	Feature
	Importance

	1
	ev-365
	15

	2
	rh-30
	11

	3
	tmax-365
	7

	4
	prec-90
	4

	5
	prec-3
	4

	6
	ev-90
	3

	7
	rh-365
	3

	8
	tmin-365
	2

	9
	prec-365
	2

	10
	tmax-90
	2


The sum of the feature importance for all features provided by RF equals to 1, but to ease the interpretation of results we multiplied it by a hundred to have natural numbers. As seen, features involving atmospheric water levels (i.e. evapotranspiration and relative humidity) are found to be important to predict tick activity, since they appear several times in the current ranking



                        
To further evaluate the usefulness of our RF-based model to predict AQT, we split the test samples according to their associated transect (cf. Fig. 3). The goodness of the fitting (R2) between the predictions and the real smoothed AQT values varies between 0.19 and 0.94, indicating that the performance of the model strongly depends on each transect. In Fig. 4 (left) we sort the R2 values to provide a better depiction of the performance of the model per transect. Based on these results, we note that the model presents a moderate-to-strong R2 (i.e. 0.7 < R2 < 1) for roughtly half of the sites. This means that these transects better respond to weather variables than the remaining transects, in which AQT may be driven by variables, such as wildlife, not included in the current model. Note that for transects within the same site (e.g. Vaals, Montferland) the goodness of fit is very different, revealing the very local nature of AQT. Figure 4 (right) shows the geographic representation of the transects. Symbols in green represent the transects better responding to weather variables, whereas red symbols represent the poorly fitted transects. The visual inspection of this figure shows no strong spatial pattern (e.g. north–south gradient).[image: A12942_2017_114_Fig3_HTML.gif]
Fig. 3Performance of the selected RF for each flagging site. The X-axis represents the prediction yielded by the model and the Y-axis the true values measured by the volunteers. The R2 value is provided in the title of each subplot



 
                           [image: A12942_2017_114_Fig4_HTML.gif]
Fig. 4Performance of the selected RF model per transect sorted by the R2 score (left) with its geographic location (right). The left image shows that the model is able to fit half of the sites with a moderate-to-strong R2 (i.e. 0.7 < R2 < 1), whereas the performance in the remaining sites is weak-to-moderate (i.e. 0.3 < R2 < 0.7). This means that the transects with a high R2 score, respond better to weather variables than the rest of the transects, which may be driven by variables not included in the current model (e.g. wildlife) due to inavailability. The right figure shows the geographic location of the transects: green squares represent transects with moderate-to-strong fitting, whereas red squares represents transects with weak-to-moderate fitting




                        

Feature importance across multiple time scales
The model structure selected in the previous section is used here to find out the best temporal scale to model AQT. To do so, we train one RF model for each of the 11 time scales described in “Characterizing the environment” section and we execute the model with a subset of features of the input dataset: we keep all the non-weather features (a total of 24 features) and we add the weather features corresponding to that particular time scale (7 features). Thus, we run the modelling process 11 times with 31 features, providing at each iteration the feature importance. In this way, it is possible to get new insights about whether the importance of the features to model AQT change over increasing temporal windows, which might guide the choice of a particular time scale to model AQT optimally.
Table 3 shows the importance of the features at multiple time scales. Each column of the table shows the top five most important features (out of 31) for each of the selected time scales. To ease the description of results at multiple time scales, we restrict the ranking of features to the most relevant top five. This table shows that the most explanatory features for all time scales are weather-based ones and that non-weather features (i.e. vegetation, land cover, tick habitat, mast years) do not significantly contribute to model tick dynamics. Evapotranspiration, relative humidity and the maximum temperature appear to be the most important features. EV better performed in the short-term experiments (i.e. temporal aggregation from 1 day to 4 days before the sampling date), whereas RH is the best one in the long-term experiments (i.e. seasonal and annual temporal aggregation). TX appears to be the best predictor in the remaining experiments.Table 3Ranking of the top five features for the selected RF model across all temporal scales


	 	Days

	1
	2
	3
	4
	5
	6
	7
	14
	30
	90
	365

	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I
	F
	I

	Ranking

	 1
	EV
	15
	EV
	15
	EV
	15
	EV
	15
	TX
	16
	TX
	14
	EV
	14
	TX
	14
	TX
	15
	RH
	17
	RH
	16

	 2
	TX
	13
	TX
	14
	TX
	14
	TX
	14
	EV
	13
	EV
	13
	TX
	13
	TN
	13
	PR
	14
	EV
	15
	TX
	15

	 3
	TN
	11
	TN
	12
	PR
	13
	PR
	11
	TN
	12
	P
	13
	TN
	12
	EV
	12
	RH
	12
	PR
	14
	PR
	13

	 4
	RH
	11
	RH
	11
	TN
	12
	TN
	11
	PR
	11
	RH
	12
	RH
	12
	PR
	12
	TN
	12
	SD
	9
	EV
	13

	 5
	PR
	10
	PR
	9
	RH
	10
	RH
	10
	RH
	10
	TN
	9
	PR
	11
	RH
	11
	EV
	11
	TN
	9
	TN
	12


Each feature is accompanied by its importance, which has been calculated as the mean of 10 runs. Features involving atmospheric water levels (i.e. evapotranspiration and relative humidity) are found to be relevant to model tick activity in all temporal scales. These results are consistent with the ones provided by the general model. Interestingly, evapotranspiration is marked as the most relevant feature in very short-term time scales, whereas relative humidity is a better predictor for long time scales



                        

Mapping tick dynamics
The RF model selected in “Model selection by assessing the impact of noisy AQT” section was used in a country-wide exercise to produce three map products: the mean and standard deviation of AQT for the year 2014, and the AQT on a date expected to be close to the peak activity of ticks in nymphal stage. We selected the year 2014 because it is the last of the AQT time-series.
Since the flagging sites are located in forested areas, we identified forested pixels in the land cover map and extracted their locations. Then, to this selection of pixels, we applied the process of feature engineering described in “Characterizing the environment” section for each day of the selected year, thus obtaining 365 country level datasets. The model was retrained with the 86 features available at the country level (i.e. remove tick habitat and mast year features) and tested with the newly created datasets for forested pixels. The predictions yielded by the model were transformed into raster format to obtain three products: first, we obtained the annual mean and standard deviation of AQT based on the daily computed values, which identifies at the country level regions with higher or lower tick activity; second, we obtained the temporal profile of the pixels containing the sites to visualize the daily seasonality of AQT; third, we mapped the AQT for a particular day of the year, which is expected to be close to the peak of tick populations in the nymphal stage.
Figure 5 illustrates the annual mean (left) and standard deviation (right) of predicted AQT. A visual inspection of the mean map shows that there are more AQT in the eastern half of the country (i.e. orange to red regions), especially within the provinces of Overijssel and Drenthe. The standard deviation map depicts the spatial variability of the predictions: regions in light green and yellow show areas where the predictions oscillated significantly above or below the mean AQT, whereas regions in dark blue show locations where the prediction is stable throughout the year. Figure 6 shows the daily temporal evolution of AQT for the grid cells where the flagging sites are located. This figure also shows three additional elements: the long-term monthly average for all sites obtained from the boxplots, the long-term monthly average for the site, and the 2014 monthly average for the site. Note that there are 15 sub plots, because each grid cell overlaps the two transects. This allows to visually identify sites whose predicted AQT is (dis)similar to the averages. Figure 7 shows the predicted AQT for June 1st, which we expect to be close to this peak population of nymphs. As seen, the highest predictions of AQT are predicted in the east half of the country, but there is another spot of high activity in the southern province of Noord-Brabant.[image: A12942_2017_114_Fig5_HTML.gif]
Fig. 5Predicted mean (left map) and standard deviation (right map) of AQT for 2014. The map of mean AQT ranges between 0 (green) and 32 (red) and shows how the highest values of tick activity during 2014 are concentrated within the provinces of Overijssel and Drenthe. The map of the standard deviation of AQT ranges between 3 (dark blue) and 26 (yellow) and shows the deviation from the mean of all forested pixels in the country. As seen, the east half of the country presents higher variations, indicating that tick activity in this areas may change significantly. On the contrary, the predictions along the coastal provinces (i.e. Noord-Holland, Zuid-Holland and Zeeland) do not seem to deviate significantly from the predicted mean




                           [image: A12942_2017_114_Fig6_HTML.gif]
Fig. 6Daily predicted AQT for the locations of the flagging sites. Each subplot contains four curves: the long-term monthly average (grey) across all sites, the long-term monthly average for the flagging site (dark red), the 2014 monthly average for the flagging site (black), and the daily predicted AQT for 2014 yielded by RF (blue). Note that in 2014, the sampling stopped in Nijverdal and Eijsden




                           [image: A12942_2017_114_Fig7_HTML.gif]
Fig. 7Predicted AQT at the country level for June 1st of 2014. The map ranges from low values of tick activity (dark green) to high values of tick activity (red). The peak populations of ticks in the nymphal stage reaches its maximum between May and June depending on the weather conditions of the year. Thus, we expect this date to be a close depiction of the tick activity at its maximum. The highest AQT are predicted in the east half of the country, in particular within the province of Drenthe, whereas coastal regions present lower levels of tick activity




                        


Discussion
Ensemble learning algorithms such as RF can model non-linear relationships in complex natural processes. This data-driven algorithm provides an indication of the relative feature importance of the predictors involved in the analysis. This is particularly useful to model processes in which the main drivers are unknown. RF has a robust and stable behavior when handling potentially noisy data, a condition often occurring in volunteered datasets, like our AQT time-series. However, since RF is not a time-aware method, it performs sub optimally when modelling seasonal phenomena. In this work, we provide a methodological innovation to introduce time-awareness in RF by transforming our target AQT signal into a monthly bounded one, thus helping the trees in the ensemble to distinguish time.
The study on the importance of the features show that water-related features (i.e. evapotranspiration and relative humidity) are better predictors of the tick activity than temperature or vegetation. This suggests that the tick activity may be driven by atmospheric water levels, which are crucial for tick survival. A closer look of the model performances regarding statistical metrics, indicate that the model can fit the AQT signal for half of the transects, but the fitting decays for the other half. A hypothesis that may explain this difference is that the tick activity may be driven by different variable depending on the geographic location: the sites with a higher R2 score might be strongly influenced by atmospheric conditions, whereas the sites with a lower R2 score might be driven by variables currently not included in the model (e.g. wildlife). In addition, the analysis of the feature importance at multiple temporal scales is consistent with the results of the general model, because water-related features are spotted as the most prominent features across all temporal scales.
The two major hurdles encountered during this experiment are related with the weather uniformity in the country and the low spatial resolution of the available environmental datasets. First, the low elevation and the small size of the Netherlands make the country very uniform in terms of weather and vegetation variables (e.g. reduced north–south temperature gradient, high and persistent “greenness”). This means that vegetation indices, often included in previous studies in the field, are not discriminative enough to model AQT. Second, the available weather and vegetation datasets have a spatial resolution which is too coarse to model tick dynamics, a phenomenon which was found to be very local as suggested in [14]. This might have an impact when characterizing the AQT with the environmental datasets: different locations with similar weather conditions yield an uncorrelated number of AQT, masking the relationship between weather and ticks and increasing the errors of the model. To mitigate these effects and decrease the average error of the models, we recommend using weather datasets at a finer resolution or involve more volunteers in this long-term citizen science project to get more data.

Conclusion
Citizen science initiatives allow monitoring of environmental phenomena via crowdsourcing, and produce geospatial data collections that can support scientific analysis. The question at the beginning of this work was whether the collective effort carried out by a group of volunteers, would translate into predictive models estimating tick activity in the Netherlands. Results show that combining volunteered AQT data with environmental variables and modelling them with a time-aware version of RF, can capture most of the spatial and temporal variation in the number of active questing ticks in the country.
The combined analysis of volunteered AQT and environmental variables consistently spotted that water-based features, especially evapotranspiration, play a crucial role in predicting AQT. In this sense, further studies in the field of tick ecology should consider adding, besides the classical temperature and vegetation indices, water-based features. Aside identifying the most important variables to model tick dynamics, this study has produced a model that, scaling up from volunteered observations, can map daily tick activity at the country level. The use of this model may open the way to study spatial patterns and seasonal trends at the national level, not only tick activity, but also of other non-linear natural phenomena, such as phenological events or species distributions.
With these new insights, we envision different applications in the field of tick related ecological research, nature management and public health. In ecological research, our tick activity model allows the identification of tick hotspots and of the sampling sites where the model fit was good or bad, which can be used to better select new monitoring sites. With the model we can better analyze the impact of extreme weather events and climate change on tick dynamics and population development. In nature management, these maps can help owners of green areas to be more aware of the variation of tick dynamics in the areas they are responsible for, which can lead to a better planning in space and time of different forestry management activities. In tick hotspots with many visitors, nature managers could consider to more frequently mow the grass directly next to walking and cycling trails or picnic areas to try to reduce tick populations. In public health, this model can be used to better inform people that visit natural areas on current tick activity levels. In combination with weather forecasts also detailed forecasts for the coming days can be given. The proposed model predicting tick activity will replace the very basic tick activity forecast currently implemented in the Dutch citizen science website Tekenradar (Tick radar, www.​tekenradar.​nl). The spatially detailed tick activity forecasts are expected to raise awareness among the general public and many different stakeholders involved in the problem of Lyme disease. Having more detailed information hopefully translates in an increase of protective and preventive measures when visiting forested areas. Overall, we expect that a better understanding of tick dynamics may contribute to design interventions to reduce the incidence of Lyme disease.

Authors’ contributions
AvV and WT participated in the tick data collection. IGM and RZM designed the experiment together. IGM performed the data analysis. RZM, AvV, WT, and IGM assessed and interpreted the validity of results. IGM drafted the manuscript, which was critically revised and actively contributed by RZM, AvV, and WT. All authors read and approved the final manuscript.
Acknowledgements
We would like to thank the group of specialized volunteers that consistently sampled the sites for the past decade; thanks to Dr. R. Sluiter for swiftly providing the official KNMI relative humidity datasets on request; thanks to Dr. E. Izquierdo-Verdiguier for her advice in the theory behind machine learning algorithms.

Competing interests
The authors declare that they have no competing interests.

Availability of data and materials
Not applicable.

Consent for publication
Not applicable.

Ethics approval and consent to participate
Not applicable

Funding
Not applicable.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.


[image: Creative Commons]
                           Open AccessThis article is distributed under the terms of the Creative Commons Attribution 4.0 International License (http://​creativecommons.​org/​licenses/​by/​4.​0/​), which permits unrestricted use, distribution, and reproduction in any medium, provided you give appropriate credit to the original author(s) and the source, provide a link to the Creative Commons license, and indicate if changes were made. The Creative Commons Public Domain Dedication waiver (http://​creativecommons.​org/​publicdomain/​zero/​1.​0/​) applies to the data made available in this article, unless otherwise stated.

References
1.
Barrios González JM. Spatio-temporal modelling of the epidemiology of Nephropathia Epidemica and Lyme Borreliosis. Leuven: KU Leuven; 2013.

2.
Berger KA, Ginsberg HS, Gonzalez L, Mather TN. Relative humidity and activity patterns of Ixodes scapularis (Acari: Ixodidae). J Med Entomol. 2014;51:769–76.CrossrefPubMed

3.
Berger K, Ginsberg H, Dugas K, Hamel L, Mather T. Adverse moisture events predict seasonal abundance of Lyme disease vector ticks (Ixodes scapularis). Parasit Vectors. 2014;7:181. https://​doi.​org/​10.​1186/​1756-3305-7-181.

4.
Boulos MNK. Web GIS in practice III: creating a simple interactive map of England’s Strategic Health Authorities using Google Maps API, Google Earth KML, and MSN Virtual Earth Map Control. Int J Health Geogr. 2005;8:1–8. https://​doi.​org/​10.​1186/​1476-072X-4-22.

5.
Boulos MNK, Resch B, Crowley DN, Breslin JG, Sohn G, Burtner R, 2011. Crowdsourcing, citizen sensing and sensor web technologies for public and environmental health surveillance and crisis management : trends, OGC standards and application examples. Int. J. Health Geogr. 10;1–29. https://​doi.​org/​10.​1186/​1476-072X-10-67.

6.
Breiman L. Random forests. Mach Learn. 2001;45:5–32.Crossref

7.
Breiman LEO. Bagging predictors. Mach Learn. 1996;140:123–40.

8.
Brownstein JS, Holford TR, Fish D. A climate-based model predicts the spatial distribution of the Lyme disease vector Ixodes scapularis in the United States. Environ Health Perspect. 2003;111:1152–7. https://​doi.​org/​10.​1289/​ehp.​6052.CrossrefPubMedPubMedCentral

9.
Cianci D, Hartemink N, Ibáñez-Justicia A, 2015. Modelling the potential spatial distribution of mosquito species using three different techniques. Int. J. Health Geogr. 14;1–10. https://​doi.​org/​10.​1186/​s12942-015-0001-0.

10.
Dantas-Torres F, Otranto D. Species diversity and abundance of ticks in three habitats in southern Italy. Ticks Tick Borne Dis. 2013;4:251–5. https://​doi.​org/​10.​1016/​j.​ttbdis.​2012.​11.​004.CrossrefPubMed

11.
Estrada-Peña A. Distribution, abundance, and habitat preferences of Ixodes ricinus (Acari: Ixodidae) in Northern Spain. J Med Entomol. 2001;38:361–70. https://​doi.​org/​10.​1603/​0022-2585-38.​3.​361.CrossrefPubMed

12.
Estrada-Peña A, de la Fuente J. Species interactions in occurrence data for a community of tick-transmitted pathogens. Nat Sci Data. 2016;3:1–13.

13.
Estrada-Peña A, Gray JS, Kahl O, Lane RS, Nijhof AM. Research on the ecology of ticks and tick-borne pathogens–methodological principles and caveats. Front Cell Infect Microbiol. 2013;3:29. https://​doi.​org/​10.​3389/​fcimb.​2013.​00029.CrossrefPubMedPubMedCentral

14.
Estrada-Peña A, Sánchez N, Estrada-Sánchez A. An assessment of the distribution and spread of the tick Hyalomma marginatum in the western Palearctic under different climate scenarios. Vector Borne Zoonotic Dis. 2012;12:758–68. https://​doi.​org/​10.​1089/​vbz.​2011.​0771.CrossrefPubMed

15.
Gassner F, van Vliet AJH, Burgers SLGE, Jacobs F, Verbaarschot P, Hovius EKE, Mulder S, Verhulst NO, van Overbeek LS, Takken W. Geographic and temporal variations in population dynamics of Ixodes ricinus and associated Borrelia infections in The Netherlands. Vector Borne Zoonotic Dis. 2011;11:523–32. https://​doi.​org/​10.​1089/​vbz.​2010.​0026.CrossrefPubMed

16.
Goodchild MF, Li L. Assuring the quality of volunteered geographic information. Spat Stat. 2012;1:110–20. https://​doi.​org/​10.​1016/​j.​spasta.​2012.​03.​002.Crossref

17.
Hartemink N, Takken W. Trends in tick population dynamics and pathogen transmission in emerging tick-borne pathogens in Europe: an introduction. Exp Appl Acarol. 2016;68:269–78. https://​doi.​org/​10.​1007/​s10493-015-0003-4.CrossrefPubMed

18.
Hartemink N, Vanwambeke SO, Purse BV, Gilbert M, Dyck H Van. Towards a resource-based habitat approach for spatial modelling of vector-borne disease risks. Biol Rev. 2015;32:1151–62. https://​doi.​org/​10.​1111/​brv.​12149.Crossref

19.
Heyman P, Cochez C, Hofhuis A, van der Giessen J, Sprong H, Porter SR, Losson B, Saegerman C, Donoso-Mantke O, Niedrig M, Papa A. A clear and present danger: tick-borne diseases in Europe. Expert Rev Anti Infect Ther. 2010;8:33–50. https://​doi.​org/​10.​1586/​eri.​09.​118.CrossrefPubMed

20.
Ho TK. The random subspace method for constructing decision forests. IEEE Trans Pattern Anal Mach Intell. 1998;20:832–44.Crossref

21.
Hofhuis A, Bennema S, Harms M, Vliet AJH Van, Takken W. Decrease in tick bite consultations and stabilization of early Lyme borreliosis in the Netherlands in 2014 after 15 years of continuous increase. BMC Public Health. 2016. https://​doi.​org/​10.​1186/​s12889-016-3105-y.PubMedPubMedCentral

22.
Hofhuis A, Harms M, van den Wijngaard C, Sprong H, van Pelt W. Continuing increase of tick bites and Lyme disease between 1994 and 2009. Ticks Tick Borne Dis. 2015;6:69–74. https://​doi.​org/​10.​1016/​j.​ttbdis.​2014.​09.​006.CrossrefPubMed

23.
Jaenson TGT, Eisen L, Comstedt P, Mejlon HA, Lindgren E, Bergström S, Olsen B. Risk indicators for the tick Ixodes ricinus and Borrelia burgdorferi sensu lato in Sweden. Med Vet Entomol. 2009;23:226–37. https://​doi.​org/​10.​1111/​j.​1365-2915.​2009.​00813.​x.CrossrefPubMed

24.
Jones CG, Ostfeld RS, Richard MP. Mast seeding and Lyme disease. Trends Ecol Evol. 1998;9:5347.

25.
Jore S, Vanwambeke SO, Viljugrein H, Isaksen K, Kristoffersen AB, Woldehiwet Z, Johansen B, Brun E, Brun-Hansen H, Westermann S, Larsen I-L, Ytrehus B, Hofshagen M. Climate and environmental change drives Ixodes ricinus geographical expansion at the northern range margin. Parasit Vectors. 2014;7:11. https://​doi.​org/​10.​1186/​1756-3305-7-11.CrossrefPubMedPubMedCentral

26.
Lambin EF, Tran A, Vanwambeke SO, Linard C, Soti V. Pathogenic landscapes: interactions between land, people, disease vectors, and their animal hosts. Int J. Health Geogr. 2010;9:54. https://​doi.​org/​10.​1186/​1476-072X-9-54.CrossrefPubMedPubMedCentral

27.
Li S, Colson V, Lejeune P, Speybroeck N, Vanwambeke SO. Agent-based modelling of the spatial pattern of leisure visitation in forests: a case study in Wallonia, south Belgium. Environ Model Softw. 2015;71:111–25. https://​doi.​org/​10.​1016/​j.​envsoft.​2015.​06.​001.Crossref

28.
Louppe G, Wehenkel L, Sutera A, Geurts P, 2013. Understanding variable importances in forests of randomized trees. In: Burges CJC, Bottou L, Welling M, Ghahramani Z, Weinberger KQ editors. Proceedings of the 26th International Conference on Neural Information Processing Systems (NIPS). Curran Associates Inc, Lake Tahoe, Nevada, P. 431–439.

29.
Medlock JM, Hansford KM, Bormane A, Derdakova M, Estrada-Peña A, George J-C, Golovljova I, Jaenson TGT, Jensen J-K, Jensen PM, Kazimirova M, Oteo JA, Papa A, Pfister K, Plantard O, Randolph SE, Rizzoli A, Santos-Silva MM, Sprong H, Vial L, Hendrickx G, Zeller H, Van Bortel W. Driving forces for changes in geographical distribution of Ixodes ricinus ticks in Europe. Parasit Vectors. 2013;6:1. https://​doi.​org/​10.​1186/​1756-3305-6-1.CrossrefPubMedPubMedCentral

30.
Murray FW. On the computation of saturation vapour pressure. J Appl Meteorol. 1967;6:203–4. https://​doi.​org/​10.​1175/​1520-0450(1967)006<0203:​OTCOSV>2.​0.​CO;2.Crossref

31.
Ogden NH, Koffi JK, Pelcat Y, Lindsay LR. Lyme disease Surveillance Environmental risk from Lyme disease in central and eastern Canada: a summary of recent surveillance information. Rep: Canada Commun Dis; 2014. p. 40.

32.
Ogden NH, Maarouf A, Barker IK, Bigras-Poulin M, Lindsay LR, Morshed MG, O’callaghan CJ, Ramay F, Waltner-Toews D, Charron DF. Climate change and the potential for range expansion of the Lyme disease vector Ixodes scapularis in Canada. Int J Parasitol. 2006;36:63–70. https://​doi.​org/​10.​1016/​j.​ijpara.​2005.​08.​016.CrossrefPubMed

33.
Ostfeld RS. Lyme disease: the ecology of a complex system. Oxford: Oxford University Press; 2012.

34.
Ostfeld RS. The Ecology of Lyme-Disease Risk. Am. Sci. 1997;85:338–346.

35.
Ostfeld RS, Canham CD, Oggenfuss K, Winchcombe RJ, Keesing F. Climate, deer, rodents, and acorns as determinants of variation in lyme-disease risk. PLoS Biol. 2006;4:e145. https://​doi.​org/​10.​1371/​journal.​pbio.​0040145.CrossrefPubMedPubMedCentral

36.
Ostfeld RS, Jones CG, Wolff JO. Of mice and mast. Bioscience. 1996;46:323–30. https://​doi.​org/​10.​2307/​1312946.Crossref

37.
Ozdenerol E. GIS and remote sensing use in the exploration of lyme disease. Epidemiology. 2015. https://​doi.​org/​10.​3390/​ijerph121214971.

38.
Randolph SE. Is expert opinion enough? A critical assessment of the evidence for potential impacts of climate change on tick-borne diseases. Anim Health Res Rev. 2017;14:133–7. https://​doi.​org/​10.​1017/​S146625231300009​1.Crossref

39.
Randolph SE. Ticks and tick-borne disease systems in space and from space. Adv Parasitol. 2000;47:217–43.CrossrefPubMed

40.
Randolph SE, Asokliene L, Avsic-Zupanc T, Bormane A, Burri C, Gern L, Golovljova I, Hubalek Z, Knap N, Kondrusik M, Kupca A, Pejcoch M, Vasilenko V, Zygutiene M. Variable spikes in tick-borne encephalitis incidence in 2006 independent of variable tick abundance but related to weather. Parasit Vectors. 2008;1:44. https://​doi.​org/​10.​1186/​1756-3305-1-44.CrossrefPubMedPubMedCentral

41.
Randolph SE, Green RM, Peacy MF, Rogers DJ. Seasonal synchrony: the key to tick-borne encephalitis foci identified by satellite data. Parasitology. 2000;121:15–23.CrossrefPubMed

42.
Randolph SE, Storey K. Impact of microclimate on immature tick-rodent host interactions (Acari : Ixodidae): implications for parasite transmission. J Med Entomol. 1999;36(6):741–8.CrossrefPubMed

43.
Rodriguez-Galiano V, Chica-Olmo M, Chica-Rivas M. Predictive modelling of gold potential with the integration of multisource information based on random forest: a case study on the Rodalquilar area, Southern Spain. Int J Geogr Inf Sci. 2014;28:1336–54. https://​doi.​org/​10.​1080/​13658816.​2014.​885527.Crossref

44.
Ruiz-Fons F, Fernández-de-Mera IG, Acevedo P, Gortázar C, de la Fuente J. Factors driving the abundance of Ixodes ricinus ticks and the prevalence of zoonotic I. ricinus—borne pathogens in natural foci. Appl Environ Microbiol. 2012;78:2669–76. https://​doi.​org/​10.​1128/​AEM.​06564-11.CrossrefPubMedPubMedCentral

45.
Rulison EL, Kuczaj I, Pang G, Hickling GJ, Tsao JI, Ginsberg HS. Flagging versus dragging as sampling methods for nymphal Ixodes scapularis (Acari : Ixodidae). J Vector Ecol. 2013;38:163–7.CrossrefPubMed

46.
Schnurr JL, Ostfeld RS, Canham CD. Direct and indirect effects of masting on rodent populations and tree seed survival. Oikos. 2002;3:402–10.Crossref

47.
Sprong H, Hofhuis A, Gassner F, Takken W, Jacobs F, van Vliet AJH, van Ballegooijen M, van der Giessen J, Takumi K. Circumstantial evidence for an increase in the total number and activity of Borrelia-infected Ixodes ricinus in the Netherlands. Parasit Vectors. 2012;5:294. https://​doi.​org/​10.​1186/​1756-3305-5-294.CrossrefPubMedPubMedCentral

48.
Subak S. Effects of climate on variability in Lyme disease incidence in the northeastern United States. Am J Epidemiol. 2003;157:531–8. https://​doi.​org/​10.​1093/​aje/​kwg014.CrossrefPubMed

49.
Tack W. Impact of forest conversion on the abundance of Ixodes ricinus ticks. Ghent: Dep. For. Water Manag. Dep. Biomed. Sci, Ghent University; 2013.

50.
Tack W, Madder M, Baeten L, De Frenne P, Verheyen K. The abundance of Ixodes ricinus ticks depends on tree species composition and shrub cover. Parasitology. 2012;139:1273–81. https://​doi.​org/​10.​1017/​S003118201200062​5.CrossrefPubMed

51.
Tran P, Tran L. Validating negative binomial lyme disease regression model with bootstrap resampling. Environ Model Softw. 2016;82:121–7. https://​doi.​org/​10.​1016/​j.​envsoft.​2016.​04.​019.Crossref

52.
Wu X, Duvvuri VR, Wu J. Modeling dynamical temperature influence on tick Ixodes scapularis population. In: International congress on environmental modelling and software, 2010.

53.
Zeman P, Benes C. Peri-urbanisation, counter-urbanisation, and an extension of residential exposure to ticks: a clue to the trends in Lyme borreliosis incidence in the Czech Republic? Ticks Tick Borne Dis. 2014;5:907–16. https://​doi.​org/​10.​1016/​j.​ttbdis.​2014.​07.​006.CrossrefPubMed



Footnotes
1
                                    https://​data.​knmi.​nl/​datasets.

 

2
                                    https://​code.​earthengine.​google.​com/​.

 

3
                                    https://​earthengine.​google.​com/​.

 

4
                                    http://​tinyurl.​com/​j47m2ol.

 



OEBPS/A12942_2017_114_Fig1_HTML.gif
Active Questing Ticks (AQT)

e U R e s " s s

— s o .
O S
Ry ):nzv-nnlﬂl ':u-z\-\uuu 17-.-\.\1\711\4 "‘vvul.\\uﬂ‘ ':n-v-m NAT
s st oot o s —
e e
vt vt s
- - H . —— Raw AQT
H H H AMMMM‘\ H ' —— Smoothed AQT

Year





OEBPS/sidebar.gif





OEBPS/A12942_2017_114_Fig7_HTML.gif
%880 A w®

o
oY
e
%
o %
.
«n“

Y

R

Y






OEBPS/A12942_2017_114_Fig4_HTML.gif
(Coefficient of determination (R2)






OEBPS/cc-by.png
() _®





OEBPS/contact.gif





OEBPS/A12942_2017_114_Fig5_HTML.gif
Stdev AQT for 2014

LS e S P
o

[P






OEBPS/A12942_2017_114_Fig2_HTML.gif
True values

True values

8 RF: Raw data and zeros (897 test samples)

D RF: Raw data and without zeros (602 test samples)

Predictions.

€ RE:Savitzky-Golay filter and zeros (867 test samples)

True values

0 £ w0 w EJ

“M8E 1322

Predictions

d_RF:Savitzky-Golay filter and without zeros (603 test samples)

Predictions

True values

> 0 w6 C3 el

RS =035

NRMSE=0.16
Toc






OEBPS/A12942_2017_114_Fig6_HTML.gif
w  PPPelscha w . Dithoven 0 . Dronten [oy—
n n » »
« « B ©
50 5w 5w 5w
» = » »
2345678 00un 234567 s00u1 *i234s67800un *i2a4sere00un
ort o ot ot
. Gieten ., HoogBaarlo ., KwadeHoek ., Montierland
© o “ o
50 2 L st L 5w
= = = »
o o ot ot
Schiermonnikoog  Twiske o Vaals . Veldhoven
n n » »
“ “ B ©
50 5o 5o 5o
= = = »
i a4s67s00un P Za4se7sa0un ®i234s678a0un *i234s6 7800
ot o o

—— Long-term monthly avg. all stes
«— Long-term monthly avg. per site

onin
—— 2014 monthly avg. per site
—— Daily predicted AQT

ot

qr
s 528358838

o583 858838

o

. 538358838

Ejjsden

123456789000
Month

Nijverdal

Montn

Wassenaar

12345678900
Month





OEBPS/A12942_2017_114_Fig3_HTML.gif
‘True values

Appelschat (7091

i

o1 (R%:079)

=

Lvsasd

HoogBaarl_t (K" 04)

Niverda 2 (R 0.65)

s

yrsnd

Vaals_2 (R%:0.76)

Lvsesd

Appeischa_2 {R": 0.5) Bithoven_1 (R°: 4.9).
®:019)
HoogBaalo_2(R3:074)  KwadeHook 2 (R%:073)

Searmonnikoon_ (% 079) Schiemonrikoeg_2 (¥ 072)

Veldhove (703 Vldhonen 2 (%:080)

Bihoven.2 U1 8:.48).

Eisdon 2 (%21 0.48)

<

<

Montterand_1 (%% 072)

Twiske_1 (R:0.85)

Wassensr | ®%:071)

Predictions

Dronton_1 (": .00

Geten_1 (R 0.69)

Wontterand_2 (%" 052

-3

Twiske 2 (%:082)

Wassonaar 2 (%%:073)

Drombon2 (R": 073

Niverdal1 (R 094





